was slightly inactivated during the first 20 mm of assay at pH 6.0 ( Fig. 2E ). Preincubation at pH 7.4, 37#{176}C for 90 mm had no effect on the activity-time curve.
pH optima:
The influence of pH on initial velocity of hydrolysis was measured for lysosomal and microsomal acid phosphatases froni pH 3.5 to 7.5 in 0.08 211 acetate-cacodylate buffer, using both phenyl phosphate and 13-glycerophosphate as substrates.
With phenyl phosphate, the pH optima were 5.6 for lysosomal and 6.3 for microsomal acid phosphatases (Fig. 3) . With 13-glycerophosphate as substrate, the pH optima were 5.0 for lysosomal and 6.0 for microsomal acid phosphatases (Fig. 4) . lysosomal enzyme was separated into three en- Figure  5 shows the result of polyacrylamide gel zyme bands positioned at 2 mm, 10 mm and 25 mm cated at 1 mm, 2 mm and 10 mm from the beginning 64 of the separating gel. The majority of the activity was located at 2 mm, and there was a considerable 3 amount that did not migrate and remained at the 24 sample gel. The effect of Triton X-100 on the elect rophoresis 18 of these two acid phosphatases is shown in Figure  50 6. Electrophoresis of these two isoenzymes as performed in gels with or without 0.5% Triton X-100 previously incorporated in them had no effect on the electrophoretic pattern of the lysosomal enzyme preparation (Fig.   6, L) even after prolonged (2 hr) electrophoresis (Fig. 6, M2 ). This apparently was the result of a molecular aggregation of the microsomal enzyme in the absence of Triton X-100.
Chromatography by DEAE-cellulose: The
Triton X-100-solubilized microsumal enzyme was separated into three peaks (Fig. 7) . The first peak was eluted out in the washing buffer which contained no sodium chloride.
The second and third peaks were eluted at sodium chloride concentrations between 90 and 120 mM. 
